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Abstract

Core and E1 are structural components of hepatitis C virus (HCV)
virion. They are considered as major candidates for anti-HCV vaccine. In the
present study, cloning and expression of hepatitis C virus (HCV) polyprotein
encoding the first (340 a.a) of the full-length of core gene and the truncated
Envelope 1 (E1t) lacking its C-terminal (42 a.a) were demonstrated in E.coli.
Extracted RNA from infected patients were amplified using nested RT-PCR
and cloned in pSC-A vector. Analysis of engineered bacteria harboring the
target fragment by sequencing and sequences analysis were revealed that the
high sequences homology was given with HCV genotype 4. For protein
expression, the fragment was sub-cloned in pET28c and under T7 promoter
then transformed into BL21 DE3pLysS E.coli strain. Analysis with SDS-
PAGE after bacterial induction was revealed, a prominent band of
approximately 36 kD corresponding to expressed protein.

Key words: hepatitis C virus (HCV), core, Envelope (E1), protein expression,
genotype and SDS-PAGE.
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