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ABSTRACT
Nouh Eyd Ahmed: Comparative Genomic Studies of Some Fresh-
Water Fish. Unpublished Ph.D. Thesis, Department of Genetics,
Faculty of Agriculture, Ain Shams University, 2010.

Eleven RAPD, 12 ISSR and ten microsatellite primers (SSR)
were used to characterize four tilapia species: Oreochromis niloticus,
Oreochromis aureus, Sarotherodon galilaeus and Tilapia zillii. The
number of loci through RAPD primers ranged from 11 to four loci.
Using RAPD primers, 26 of 180 generated loci were detected as
molecular markers for the tilapia species. The number of loci through
the ISSR primers ranged from ten to three loci. Using ISSR primers,
31 of 139 generated loci were detected as molecular markers for the
tilapia species. There are no differences between the similarity values
revealed by NTSYSpc2.0lb and SPSS10 software, but SPSS10
software draws the phylogenetic tree on the whole scale of the
program whether the relationships between the individuals covering
the scale or not. Number of alleles through SSR (microsatellite) loci
ranged from seven to zero alleles. All SSR loci were polymorphic in
the four tilapia species except one locus in S. galilaeus and three loci
in T. Zillii. The four tilapia species showed high ratio of
heterozygosity. Most of SSR loci showed that the observed
heterozygosity was higher than their expected heterozygosity. Due to
the high polymorphic nature of the microsatellite loci the values of
similarity between and within the four studied tilapia species were
small.

Key words:
O. niloticus, O. aureus, S. galilaeus, T. zillii, RAPD,
ISSR, SSR, molecular markers and phylogenetic
relationships.
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