
THE ROLE OF AURKA GENE EXPRESSION AS A 
MARKER IN COLORECTAL CANCER 

 
Thesis 

 
Submitted for Partial Fulfillment of Master degree (M.SC.) in 

Clinical and Chemical Pathology 
  

Presented by  
  

Manar Mahmoad Abdel-Aziz Hussein 
M.B., B.Ch. Cairo University 

 
Supervisors 

 
Prof. Dr. Badawy Mohamed Badawy El-Kholy 

Professor of Clinical and Chemical Pathology 
Faculty of Medicine 

 Cairo University 
 

Dr. Naglaa Ali Hassan Zayed 
Assistant Professor of Tropical 

Faculty of Medicine  
 Cairo University 

 
Dr. Mona  Zaki Sherif Nasser 

Lecturer of Clinical and Chemical Pathology 
Faculty of Medicine  
 Beni-Suef University 

 
Faculty of Medicine 

Cairo University 
2012 



AcknowledgementAcknowledgementAcknowledgementAcknowledgement    

 
           First and foremost, thanks to ALLAH the most kind, the 
most merciful and to whom any success is related. 

 

        No words can fulfill my deepest respect to Prof. Dr. 
BADAWY MOHAMED BADAWY EL-KHOLY, Professor of 
Clinical and Chemical Pathology, Faculty of Medicine, Cairo 
University, for his fatherly attitude, valuable guidance, scientific 
support and kind supervision. 

 
         I would like also to express my deepest respect to Dr. 
NAGLAA ALI HASSAN ZAYED, Assistant Professor of 
Tropical, Faculty of Medicine, Cairo University, for her 
supervision, continuous encouragement and guidance.  

 

        I would like to express my deepest gratitude to Dr. MONA 
ZAKI SHERIF NASSER, Lecturer of Clinical and Chemical 
Pathology, Faculty of Medicine, Beni-Suef University, for the 
idea and plan of the study in addition to her reliable advice and 
kind supervision in every step in this work. 

 
         Many thanks to    Dr. DINA OMAR, Assistant Professor of 
Pathology, Faculty of Medicine, Cairo University, who did the 
entire pathology work of the thesis.     

 

 



    

    

    

    

    

To my family & my parents for their To my family & my parents for their To my family & my parents for their To my family & my parents for their 

everlasting love, encouragementeverlasting love, encouragementeverlasting love, encouragementeverlasting love, encouragement& & & & 

sacrifices, sacrifices, sacrifices, sacrifices, this work would never have this work would never have this work would never have this work would never have 

been been been been completed completed completed completed 



 



AAAAbstractbstractbstractbstract  
 

ABSTRACT  
  

Background and Objectives: 

The centrosome-associated kinase aurora A (AURKA) is involved in genetic 

instability and is over-expressed in several human carcinomas including 

colorectal cancer (CRC). It plays a critical role in cancer cell development, 

proliferation, motility and survival. It is suggested that the Aurora kinase A 

expression in colorectal cancer significantly increase, which may play an 

important role in development of colorectal cancer. 

Design and Methods: 

      In this study, the expression of AURKA gene was analyzed in 15 malignant 

patients, 13 premalignant patients and 23 control patients.  AURKA gene 

expression was analyzed using a Real-Time Quantitative Reverse-Transcriptase 

Polymerase Chain Reaction (RTQ-PCR) to examine the copy number gains and 

mRNA level of AURKA in CRC. 

Results: 

      AURKA gene expression was highly expressed in (33.3%, 5 of 15 CRC 

studied patients) with (mean 213.4, P value=0.005) indicated highly significant 

difference between control, premalignant and malignant groups.  

Conclusions: 

      These findings indicated that colorectal cancers exhibit different 

mechanisms of aurora A regulation and this may impact the efficacy of aurora-

A targeted therapies. 

Key words:  

Colorectal cancer; AURKA, RTQ-PCR .                                                                                                           
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