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ABSTRACT 

 

 
The study was preliminary attempt to establish the association 

between reproductive trait and genetic polymorphism in five candidate genes 

(FSHR, IGF-I, IGF-IR, INHBA and STAT5A) in Egyptian buffalo using 

Single Strand Conformation Polymorphism (SSCP) technique. 

 The correlation between the phenotypic data and the molecular 

results of  genes studied  revealed that (1) Pattern 2 of FSHR gene locus 

recorded the lowest CI period with predication of 70% accuracy for the 

phenotype of  high fertility (2) IGF-I gene locus reported no impact on 

reproductive productivity. (3) IGF-IR gene locus predicated the phenotype 

of the high fertility with approximately 68% accuracy for pattern 1, 83.3% 

accuracy for pattern 2 and 62.5% accuracy for pattern 3. (4) INHBA gene 

locus detected no impact on reproductive productivity. (5) Pattern 2 of 

STAT5A gene locus concerned with high fertility, while pattern 3 concerned 

with low fertility. 

The results confirmed that the candidate gene approach was proposed 

as a procedure to identify genes with significant effects for possible use in 

the improvement of farm animal productivity.  

 

Keywords:  Calving interval, Candidate genes, Genetic polymorphism, 

Reproductive trait and Single Strand Conformation Polymorphism 
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