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Egypt 

 

ABSTRACT 

The present study was performed in order to identify 

the genetic polymorphism of the chicken Mx gene in two 

breeds (Dandarawy and Fayoumi) and seven strains (El-

Salam, Golden Montazah, Dokki-4, White egg commercial, 

red egg commercial, Gemmizah and Baladi) of Egyptian 

chickens. The study was performed on 246 chickens using 

PCR-RFLP methodology. DNA were extracted from blood 

samples collected from the birds understudy, Polymerase 

Chain Reaction was performed using specific primer for the 

Mx gene region of interest. In order to identify the alleles 

and genotypes, the PCR products were then cut with 

specific restriction enzyme and the product was run on 

agarose gel electrophoresis. The results showed that the 

allele A is present in all the breeds and strains studied, and 

the all Baladi strain birds were carrying the genotype AA 
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means that this strain is highly resistant to the viral 

infection. The obtained results were confirmed by DNA 

sequencing; sequences were compared and deposited 

successfully at the International gene bank. An ineffective 

addition of two bases TT in the intronic region was 

observed in some birds. In conclusion, applying the PCR-

RFLP technique in the breeding programs to select 

chickens that carry the A allele with high frequencies could 

help in improving poultry breeding in Egypt by producing 

infectious disease-resistant chickens. It will also save the 

expenses paid in purchasing vaccines, drugs used for 

treating the infected birds. Moreover it will protect the 

humans near the infected birds from the infection transfer 

to them. 

 

Keywords: Mx gene, Avian flu, Avian flu viruses, genetic 

polymorphism, orthomyxo viruses.  
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