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Abstract 

The present work constitutes a prospective study on a total of 97 pediatric 

patients; 65 cancerous patients and 32 non-cancerous patients suffering 

from diarrhea. All faecal specimens were examined parasitologically using 

the MZN and EIA techniques. Samples testing positive for 

Cryptosporidium were examined using the PCR-RFLP technique which 

amplified the Cryptosporidium oocyst wall protein (COWP) gene. Among 

97 diarrheic pediatric cases, 47 (48.5%) were positive by nested PCR. Rsa 

I digestion of nested PCR product of COWP gene revealed the presence of 

2 genotypes: genotype 1 in 32 (68%) and genotype 2 in 15 (32%) of cases. 

In this study, comparable correlations were observed between the clinical 

parameters associated with the 2 genotypes as there were no statistically 

significant associations between genotypes and age, sex, vomiting, 

abdominal pain or fever or dehydration. The fact that Genotype 1 was 

found to be relatively more prevalent than genotype 2 among all groups of 

patients examined suggests a relatively greater risk of human source of 

infection than zoonosis.   
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Introduction 
 
Species of Cryptosporidium are protozoan parasites (Apicomplexa) which 

infect a wide range of vertebrate hosts. The clinical signs of 

cryptosporidiosis in humans are mainly diarrhoea, dehydration, 

malabsorption, weight loss and/or wasting. Infection is frequently self-

limiting, but chronic infections may establish, particularly (but not 

exclusively) in young and/or immunodeficient or immunosuppressed 

individuals (Fayer et al., 2000). 

Cryptosporidia are intracellular, extracytoplasmic protozoan parasites with 

a monoxenous life cycle. They invade the microvillus border of the 

gastrointestinal and respiratory epithelium of a wide range of vertebrate 

species, and may cause considerable economic losses in livestock (Sreter et 

al., 2000). At present, no effective therapy is available (Tzipori, 1998). 

Environmentally resistant oocysts are transmitted by the fecal-oral route, 

but zoonotic infection and person-to-person transmission are also known 

(O’Donoghue, 1995). Cryptosporidia have been reported to cause several 

waterborne and food-borne outbreaks worldwide (Smith and Rose, 1998), 

the most severe occurred in Milwaukee, Wisconsin, USA in 1993, where 

more than 400,000 people were infected (Mac Kenzie et al., 1994). 

Cryptosporidium oocysts are resistant to disinfectants commonly used in 

drinking water treatment, consequently, they have become a major concern 

to public health and to the drinking water industry (Xiao et al., 2000) and 

are recognized as a major cause of waterborne diarrheal disease worldwide 

(Fayer et al., 1997). 


