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دراسات میكروبیولوجیة وجزیئیة على الانزیم 
الاكزلات والمستخلص من مادة المسؤل عن تحلیل 

البكتریا المعزولة من التربة المصریة

رسـالة مقدمـة

العلومدرجة دكتوراه الفلسفة فىللحصول على
)المیكروبیولوجى(

من الطالبة

منى كیلاني عبد الجواد كیلاني
)٢٠٠٦- میكروبیولوجي/علومالماجیستیر في(

المشرفون

شاديمحمد أبوھالةم .د.أ
المیكروبیولوجىبقسممساعدأستاذ

جامعة عین شمس-كلیة العلوم

جنیدياحمدقدریة. د
الھیئةالمیكروبیولوجىمدرس بقسم

القومیة للرقابة والبحوث الدوائیة

وفاء فاروق محمد. د
المیكروبیولوجىمدرس 

مستشفى عین شمس التخصصي

كلیة العلوم- المیكروبیولوجىقسم
جامعة عین شمس

٢٠١٢



Summary

162

Summary

The oxalotrophic bacteria is of great importance in reducing

urinary excretion of oxalic acid, since the high oxalate level is one of

the important virulence factors for hyperoxaluria, urolithiasis,

cardiomyopathy, and renal failure. Oxalate decarboxylase (EC

4.1.1.2) catalyzes the conversion of oxalate to carbon dioxide and

formate. The  oxalate decarboxylase has commercial uses such as in

the brewing industry or for agronomic uses such as to reduce

susceptibility of a plant to oxalic acid and phytopathogens, clinical

oxalate determination, bioremediators, plant growth promoters,

antinematodal and antifungal activity.

In the current work, mesophilic bacteria were isolated from

different fertile soil samples obtained from several governorates.

Isolation resulted in several isolates. Screening of the bacterial

isolates was carried out according to their ability to degrade oxalate.

Screening resulted in 16 isolates designated as:  SK- 1,SK- 2,  SK-

3,SOG- 1,  SOG- 2, SOG- 3, TG- 1, TG- 2, TG- 3, PG- 1, PG- 2,

MG- 1, MG- 2, CG- 1, CG- 2, CG- 3 and SOG- 1. Among the

selected isolate 6 isolate showed the highest potential of oxalate

degradation.

Characterization of the selected isolate showed that it was

highly sensitive to Ofloxacin (5µg), Ceftazidime (30 µg), Claforan

cefotaxime (30 µg), Cefoperazone (75 µg),  Ciprofloxacin (5 µg),

moderately sensitive to  Tobramycin (10 µg), Sulphamethxazole

trimethoprime (25 µg), Cefepime (30 µg), Erythromycin(15 µg),
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