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Summary

Summary

The oxalotrophic bacteria is of great importance in reducing
urinary excretion of oxalic acid, since the high oxalate level is one of
the important virulence factors for hyperoxaluria, urolithiasis,
cardiomyopathy, and renal failure. Oxalate decarboxylase (EC
4.1.1.2) catalyzes the conversion of oxalate to carbon dioxide and
formate. The oxalate decarboxylase has commercial uses such as in
the brewing industry or for agronomic uses such as to reduce
susceptibility of a plant to oxalic acid and phytopathogens, clinical
oxalate determination, bioremediators, plant growth promoters,
antinematodal and antifungal activity.

In the current work, mesophilic bacteria were isolated from
different fertile soil samples obtained from several governorates.
Isolation resulted in several isolates. Screening of the bacterial
isolates was carried out according to their ability to degrade oxalate.
Screening resulted in 16 isolates designated as: SK- 1,SK- 2, SK-
3,S0G- 1, SOG- 2, SOG- 3, TG- 1, TG- 2, TG- 3, PG- 1, PG- 2,
MG- 1, MG- 2, CG- 1, CG- 2, CG- 3 and SOG- 1. Among the
selected isolate 6 isolate showed the highest potential of oxalate
degradation.

Characterization of the selected isolate showed that it was
highly sensitive to Ofloxacin (5pg), Ceftazidime (30 pg), Claforan
cefotaxime (30 pg), Cefoperazone (75 pg), Ciprofloxacin (5 pg),
moderately sensitive to Tobramycin (10 pg), Sulphamethxazole

trimethoprime (25 pg), Cefepime (30 pg), Erythromycin(15 pg),
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HPLC
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List of abbreviations
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: Analytical Profile Index
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: Burkholderia cepacia complex
: Biolog reader universal growth
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: Continuous culture system
: Cystic fibrosis
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: Enzyme Commission number
: Ethylene diamine tetra acetic acid
: Formyl-CoA transferase
: Gastrointestinal tract
: High performance liquid chromatography
: Kilo Dalton
: Multilocus sequence typing
: Manganese dependent oxalate decarboxylase
: Manganese-dependent superoxide dismutase
: Nicotinamide adenine dinucleotide
: Nicotinamide adenine dinucleotide phosphate.
: Oxalyl-CoA decarboxylase
: Cytosolic oxalate decarboxylase
: Oxalate decarboxylase
: Oxalate oxidase

:Phosphate buffered saline
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PCR
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RAPD

recA gene
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SDS-PAGE

ST
T.S.S.

TEMED
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: Polymerase chain reaction

: Philadelphia-District Columbia strain

: Acid dissociation constant
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: Mid-west strain
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: Sequence types
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