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ABSTRACT 

Ahmed El Sayed Mohamed El Aysh. Multiplex PCR for 
direct detection of vancomycin resistant Staphylococcus 
aureus isolated from clinical samples (M.Sc). Faculty of 
Science, Ain Shams University. 

 
Vancomycin resistant Staphylococcus aureus (VRSA) has 
emerged over the last ten years. The most resistant strains 
(fortunately rare) bear the vanA gene cluster. In this study 439 
isolates were collected from hospitalized patients in Zagazig 
university hospital, ten VRSA strains were isolated from 220 
patients infected with S. aureus according to conventional 
methods then investigated by multiplex PCR for vanA and nuc 
genes. A high percentage of VRSA was observed in the 
present study which may be explained by administration of 
multiple prophylactic and post-operative antibiotics with 
prolonged hospitalization. All VRSA isolates were sensitive to 
(cefoperazone, trimethoprime, amikin and rifampin) and 
resistant to (clavulinic acid, cefoxtin, cefazolin, oxacillin, 
tetracyclin, vancomycin and Cefexime). Only five of them 
were positive for vanA gene by multiplex PCR, although all 
were confirmed as S. aureus by multiplex PCR (nuc gene 
positive).The resistance of Staphylococci to vancomycin has 
been found to be reversible under laboratory conditions. 
Moreover, thickening of the bacterial cell wall may be the 
underlying mechanism for vancomycin resistance in these 
bacteria. Randomly amplified polymorphic DNA was 
previously used for typing of MRSA. The present study 
provided a molecular typing (by RAPD) for the reported 
VRSA strains using four different pairs of primers. However, 
more studies are still needed to explore the definite 
mechanisms by which these strains acquire resistance to 
vancomycin which may open the door to overcome this 
problem. 
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