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Introduction 
 

Hepatitis B virus (HBV) is a serious public health 

problem worldwide and major cause of chronic hepatitis, 

cirrhosis, and hepatocellular carcinoma (HCC). It was 

estimated that approximately 2 billion people have serological 

evidence of past or present HBV infection (Hou et al, 2005). 

An estimated 350 million persons worldwide are chronically 

infected with HBV (Lavanchy, 2004).  

 Egypt is considered to be a region of intermediate 

prevalence for HBV infection with a reported figure of 4.5% 

(Shaaban et al, 2007). 

Hepatitis C virus (HCV) infection is also a worldwide 

problem. It is estimated that about 170 million people, with a 

prevalence of 3% of the world’s population, are infected with 

HCV (Poynard et al, 2003). The highest prevalence rate in 

the world is in Egypt; according to the most recent nation-

wide survey of HCV in Egypt which was performed in 2008 

on individuals aged 15-59. The prevalence of HCV antibodies 

(denoting past exposure) was 14.7%, while the prevalence of 

HCV Ribo-nucleic acid (RNA) (indicating current infection) 

was 9.8%, the prevalence is higher among men, in rural areas, 

and in older age groups (El-Zanaty and Way, 2009). 



  
  

 

HBV is transmitted by percutaneous or mucosal 

exposure to infected blood or other body fluids. HBV 

transmission has been observed with numerous forms of 

human contact: perinatal, household, sexual, needle-sharing, 

and occupational  (Shepard et al, 2006). 

Intrafamilial HBV infection is common in endemic 

areas, and both vertical transmission during the perinatal 

period as well as horizontal transmission in early childhood 

has been shown to be the major transmission routes (Datta et 

al, 2006). 

As regard HCV, unsafe therapeutic injections and 

blood transfusions are thought to be the major routes of 

transmission (Alter, 2006). However, recent studies in highly 

endemic areas have shown that a substantial proportion of 

HCV infections, particularly in children, cannot be accounted 

for by iatrogenic factors, strongly suggesting the involvement 

of other modes of transmission (Arafa et al, 2005). Finally, 

several studies have reported that HCV infection may cluster 

in families or households, based on the higher prevalence of 

HCV infection among family members of infected cases 

(mainly patients with chronic liver diseases, hemophilia, or on 

hemodialysis) than in controls (Mohamed et al, 2005). 



  
  

 

Little is known about possible intrafamilial modes of 

HCV transmission, particularly in general population from 

endemic areas. 

The aim of the present study is to determine the 

prevalence of HBV and/or HCV virus in families when a 

member was identified as HBV and/or HCV virus carrier, the 

possible routes and risk factors for the intrafamilial 

transmission of HBV and HCV, and finally to define the 

family members with the highest risk of infection. 

  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  



  
  

 

Aim of work: 

The aim of this work was to estimate the prevalence of 

HBV and HCV infections among families of known HBV and 

or HCV positive children with hematological diseases and 

identify risk factors for this infection. 

Hypothesis: 

HBV and or HCV infected children could be a source 

of infection to their families especially siblings. 

  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  
  


