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acquired MRSA.  

Out of 338 Staphylococcus aureus isolates collected from 
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Resistance Screening Agar Base (ORSAB) selective media for 

MRSA while only 105 (31.1%) isolates showed resistance to 30 µg 
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acquired (HA) MRSA.  
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PVL gene was detected in 8 (28.6 %) HA-MRSA isolates and 

seventy-one (92.2%) CA-MRSA.  

 Class I integron gene was recovered from 17 (60.7%) HA-
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Decolonization measures were applied on all colonized sites 

as per CDC, (2007) recommendation and the results of successful 

decolonization were 90.9% from nasal, 93.9% from groin and 80% 

from axilla and the total percentage of 91.8% successful 

decolonization was achieved. 

 

 


