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ABSTRACT 

      WT1 is a reliable marker for minimal residual disease assessment in acute 

leukemia patients. This study was designed to demonstrate the potential use of WT1 

to establish quality of remission in acute leukemia patients for early identification of 

patients at high risk of relapse. This study based on a quantitative Real–Time PCR 

(TaqMan) assay in 86 bone marrow samples collected from 45 acute myeloid 

leukemia patients at diagnosis and during follow-up was established. The evaluation 

of WT1 in bone marrow samples after induction chemotherapy can distinguish the 

continuous complete remission patients from those who obtain only an "apparent" 

complete remission and who could relapse within a few months. WT1 helps identify 

patients at high risk of relapse soon after induction chemotherapy allowing post-

induction therapy in high risk patients to be intensified.  
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