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htroductiof)

. nan-P,aJe ”aTEJ
The genus Staphylococci is Gram positive coccl that is non-motile, non-

sporing and is the most important group in the family Micrococcaceae (Wagner,
1992). S. aureus is among the most prominent pathogensin both commumnity-
acquired and nosocomial infections (Kloes and Lambe, 1991). The close
interaction between colonized susceptibility of the resident population and
hospitalized patients, often leads to nosocomial outbreaks associated with a single

strain (Mulligan, ef al, 1993).

Emergence of resistunt strains to most antibiotics became a great problem in
any hospital due tp haphazard use of a wide range of antibiotics (Horan, et al.,
1986). Antibiotic resistance among nosocomial S. agureus strains became common,
especially methicillin resistance (Smeltzer, ef al, 1997 and Van-Wamel, et al.,
1995). Resistance of staphylococci to several antimicrobial agents contributes to
their ability to survive in the hospital environment and to spread among patients
(Brumfitt and Hamilton-Miller, 1989). S. aureus was representing a major cause
of surgical woumi infection in a study in the center of disease and control (CDC,

USA) ), as the isolation rate was 25% (Robert and Weinstein, 1998).
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Epidemiological markers are laboratory techniques used to distinguish
between isolates of the same species (Smeltzer, et al, 1996). Marker systems arc:
used as tools in many areas of microbiology but most commonly are used to detecr
and confirm common source of outbreaks, routes of transmission and to establish
relationships of patients isolates to one another and the environment (Van-

Belkum, ef al, 1995).

Typing markers enable us to determine whether previously virulent clones

a .
are present in a set of strains or not and help in recognizing outbreaks (Wenzel,
1985). A useful marker should be sensitive and the typing profiles should be
spread among thé strains without any predomination. The method must be
standardized to allow comparison of results from one laboratory to another and has

good reproducibility and 1inally, typing techniques preferred to be easy to perform

as well as inexpensive (Teaover, ef al, 1994).

No single typing technique available can fulfill all requirements of the
discrimination betv:vcen the isolates as for example phenotypic methods (biotyping,
antibiogram, and i)hage) often lack a sufficiently high degree of resolution or are
hampered by maréinal reproducibility. On the other hand, genotypic method:

(plasmid profile, pulsed field gel electrophoresis and polymerease chain reaction)

10




