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ABSTARCT

ANALYSIS OF MtDNA AND Y CHROMOSOME
HAPLOGROUPS OF KHAN YOUNIS-GAZZA POPULATION IN
RELATION TO GENETIC DISEASES AND SOCIAL BEHAVIOR

Rana Farouk El Farra
Chemistry Department, Faculty of Science
Doctor of Philosophy

It is possible to identify cerfain mitochondrial DNA and Y
chromosome haplogroups within a local population of Khan Younis
in Palestine and correlate (hese haplogroups with the tribal
affiliations, histories, gencetic disorders, marriage and migration
patterns. Fhis study considers ten local tribal affiliations from Khan
Younis. Other tribal affiliations from Gaza City, Yafa, Egypt and
Jordan are included for paired comparisons. Endogamy, described
as marriage within original tribal clan or tribes should enrich certain
haplotypes within the tribal groups. Certain lineages and tribal
affiliations can be correlated with mtDNA haplogroups determined
by sequencing HVRI and with Y chromosome STRs haplogroups by
multiplex primer systems. The single mutation cladistic analyses of
both genetic markers as well as the monophylic origin likelihood
ratio test suggest 1 common ancestor for this population. Comparing
the Y chromosome STRs haplogroups to literature cited MF.

populations deciphered common migration patterns. Maternal age-
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related genetic disorders could be correlated to mtDNA haplogroups.
The level of mtDNA polymorphism and nucleotide diversity of this

population is comparable to other limited and isolated populations.

Key words: MIDNA, Haplogroups, Endogamy, HVRI, Y Chromosome
STRs, Monophylic Origins, Polymorphism.
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This thesis is a prcliminﬂi"}r invesligation o correlate marriage and
migration paticms, history, uribal afliliations and genetic «lisorders with
Y chromosome STRs paterns and mtINA HVR-[ markers ol s local
population of Khan Younis City in Gaea Stip-Palestine. A total number
aly] SHI11I'!:|CH were vollected and analyzed using the PCR and automaled
scquencing Lo ohitmn genetic data for mt DNA FIVR-1 Twenly five male
imdividuals were analyzed using Y chromosome STRs by applying PCR
multiplex éyslems.

T'he results show thal il i possible o identify bath mtDNA
haplogroups and ¥ chromesomne §1R haplogroups within the population
under study. The study considers ten tribal affiliations including: El Farra,
Shurrab, Faslous, El Mczayyen, Ll Agha, El Saqgqa, Bt Agaad, Abdel

Bari and Ll Jubur.
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