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Abstract 
Background  The rising incidence of Acinetobacter infection in the ICU and in 

patients with immature or defective body defense system cause a great concern to all 

clinicians worldwide due to their extraordinary ability to develop resistance to multiple 

classes of antibiotics which limit array of the therapeutic options.   

Objective Is to determine the prevalence of Acinetobacter infection in ICUs of Kasr 

EL-Aini Hospital, its demographic features, speciation and antibiotic sensitivity pattern.                                 

Methods Samples collected from infected patients in ICUs were subjected to direct 

microscopic examination and culture on blood, MacConkey and Herellea media. 

Microbact (12A) Gram-negative identification system was used. Susceptibility patterns 

were done by Modified Kirby Bauer disc-diffusion methods.  
Results Out of 140 inpatients suffering from infections, 21.4 % (no=30) were found to 

be infected with Acinetobacter spp. It was responsible for 26.3% of LRTIs, 20% of 

wound infections and 16.2% of UTIs. A. baumannii was the most predominant species 

(93.3%). Prolonged stay in ICU (p=0.03) and stroke (p=0.005) were significantly 

associated with Acinetobacter infections. Other risk factors include previous antibiotic 

treatment (OR=1.07). The most effective antibiotics were cefoperazone/sulbactam (40%), 

imipinem (36.7%) and amikacin (30%). Totally 43.3% (13/30 isolates) were found to be 

MDR Acinetobacter isolates. 

Conclusions Infection due to A.baumannii has become a significant challenge to 

healthcare systems. 21.4% of the studied patients suffered from Acinetobacter infections. 

Invasive procedures, prolonged stay in ICU as well as previous antibiotic treatment are 

associated with higher rate of infection. Eradication of Acinetobacter spp. requires 

adherence to good infection control practices and prudent antibiotic use. 

Keywords: Acinetobacter spp., ICUs, mechanical ventilation, LRTIs, UTIs. 
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Introduction 
 
        Acinetobacter are aerobic Gram-negative coccobacilli that emerged 

during the last 3 decades as significant nosocomial pathogens in the hospital 

setting and are responsible for intermittent outbreaks (Dima et al., 2007).  

 

       Infections caused by Acinetobacter usually include pneumonia, 

especially ventilator associated pneumonia (VAP), septicemia, wound 

sepsis, urinary tract infection (UTI), endocarditis and meningitis. In addition 

to hospitalized patients, community–acquired Acinetobacter infection is 

increasingly reported these days (Leung et al., 2006). 

 

       The infection caused by Acinetobacter is difficult to control due to 

multidrug resistance (MDR) which limits therapeutic options in critically ill 

and debilitated patients especially from intensive care units (ICUs), where 

their prevalence is most noted.  Acinetobacter baumannii (A.baumannii) is 

currently the third commonest isolate from Gram-negative sepsis in 

immunocompromised patients, posing risk for prolonged hospital stay, 

higher health care cost and high mortality (Lee et al., 2007). 

 

 

       Once introduced into a hospital, Aِِِcinetobacter often has an 

epidemiologic pattern of serial or overlapping outbreaks caused by various 

MDR strains, with subsequent endemicity of multiple strains and a single 

endemic strain predominating at any one time (Marchaim al., 2007). 
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Aim of the work 
      The aim of this study is to determine prevalence of Acinetobacter 

infection in ICUs, their clinical demography and antibiogram.       
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Acinetobacter 

       Members of the genus Acinetobacter are classified in the family 

Moraxellaceae within the Order: Pseudomonadales, Class: 

Gammaproteobacteria which includes the genera Moraxella, 

Acinetobacter, Psychrobacter and related organisms (Rossau et al., 

1991).  Acinetobacter (from the Greek [akinetos] i.e. nonmotile), was 

initially proposed by Brisou and Prévot in 1954 to separate the 

nonmotile from the motile microorganisms within the genus 

Achromobacter. The genus known as Acinetobacter has undergone 

significant taxonomic modification over the last 30 years. Its most 

important representative, A. baumannii, has emerged as one of the 

most troublesome pathogens for health care institutions globally. Its 

clinical significance, especially over the last 15 years, has been 

propelled by its remarkable ability to up-regulate or acquire 

resistance determinants, making it one of the organisms threatening 

the current antibiotic era. A.baumannii can survive for prolonged 

periods throughout a hospital environment, thus potentiating its 

ability for nosocomial spread (Glew et al., 1977). Hospital-acquired 

pneumonia is still the most common infection caused by this 

organism. However, infections involving the central nervous system 

(CNS), skin and soft tissue and bone have emerged as highly 

problematic for certain institutions (Peleg et al., 2008). 

 

 


