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biochemical genetic marker in barley.

SDS-PAGE profiles of barley leaf protein for
the ten tolerant F, individuals under 8000
ppm salt M refers to protein standard with
molecular weights shown in materiaj and
methods. The arrow indicates - the
biochemical genetic marker in barley.
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. Lanes from right to left represent tolerant
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are shown in material and methods). The
arrow indicates position of RAPD marker.
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