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ABSTRACT
Name: Wael Nabil Farahat

Title of thesis: Molecular study of HCV genome in Egyptian patients

Degree: Master of Science in Biochemistry, Faculty of Science,
Cairo University

Abstract: Hepatitis C virus (HCV) infection is a major health problem
in Egypt, as it is estimated that more than 20% of Egyptians are infected
by the virus and spontaneous viral clearance occurs in about 20% of
acutely infected patients. The majority of infected individuals develop
chronic hepatitis can then progress to liver cirrhosis and hepatocellular
carcinoma. Current therapies for HCV genotype 4 with interferon /
ribavirin have not been successful and thus finding a cure for this disease
Is of utmost importance. Due to the heterogeneity of HCV virus with both
high replication and high mutation rate in vivo, this study was conducted
to analyze different isolates of Egyptian patients of the most mutant
regions of the virus (E1 and E2). These regions were found to play an
important role in viral persistence by escaping from the immune system
of the host body. Heterogeneity of genotype 4, which the prevalent
genotype in Egypt of our local strains was, studied by sequencing and
phylogenetic analysis, calculating synonyms and non-synonyms
substitutions, finding the possible glycosylation sites and different
epitope domains. Thus, the present work found that the heterogeneity of
the quasispecies of our local strains 4a was high showing up 15%
diversity. This study also showed four glycosylation sites that play a
major role in protein folding and virus entry. Besides, different epitpoes
were identified in different domains of the E1 and E2 that would help in
determining the neutralizing and non- neutralizing antibodies. These data
would be fundamental in planning the development of vaccine trials in
Egypt.
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Sequencing analysis, Phylogenetic analysis.
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