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Introduction

In developing countries, tuberculosis (TB)

considered as a foremost infectious disease that

killing nearly 2 million person every year. The

incidence of Mycobacterium tuberculosis

resistance specially towered the first line treatment

was increased and contributed in the present TB

epidemic. (WHO, 2014)

In spite of the organization efforts in

controlling TB infection, the mortality and

morbidity of it still high. From all factors that

associated with its spread, the expansion of human

immunodeficiency virus (HIV) infection was the

major one as it increases the possibility of TB

strains to become resistance. (WHO, 2014)

Another vital cause that facilitating the

spread of new strains is imagination from countries

with higher incidence to another with low, besides

the overcrowding in hospitals and other public

places, expansion of population and spread of

poverty, intravenous drug abuse and homelessness.

(WHO, 2014)
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Patients with active state (sputum positive)

are the main source for infection spread. (WHO,

2014)

Drug resistance towered the first line

regimen is defined as drug resistance TB (DR-TB),

which include multi drug resistance form (MDR-

TB) while the strains is resisance at least isoniazid

(INH) and rifampcin (RIF). (WHO, 2014)

The susceptible TB patients showed

successful response towered their regimens depend

on many involved factors as drug combination,

duration, side effect and costs. The conversion

state from positive to negative sputum within 2

month of treatments is considered as good sign for

improvement, beside radiological and clinical

picture, on the other hand positive sputum culture

after 4 month of treatment denote failure of

treatment. (ATS, 2003)

Incomplete treatment or interrupted one

shard in developing acquired resistance, while

primary resistance happens with infection by

resistance strain from the begging. (ATS, 2003)
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Due to lack of commitment with adequate

regimen protocol, the acquired resistance

developed, and thus spread of resistance strain

from patients to another become easy which lead to

the primary resistance. Some factors associated

with development of drug resistance as non-

adherence to therapy; due to its longer duration,

several combinations and side effects, co infection

with HIV and poor resources. (WHO, 2014)

TB infection; whatever pulmonary or extra

pulmonary, is usually diagnosed by clinical

suspicious which followed by so many

investigation tools to confirm it as chest radiology,

direct smear evaluation for Acid fact bacilli (AFB),

sputum culture in liquid and solid one, and nucleic

acid detection of TB bacteria using PCR

hybridization and amplification. (Mitchison, 2005)

Diagnosis of TB or drug resistance TB

improved recently either by using conventional

(phenotypic) and molecular (genotypic) methods.

(WHO, 2014)

The conventional DST technique needs

culture of organisms and evaluate their growth in
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the presence of anti-TB drugs, while molecular

(genotypic) DST methods depend on detecting the

resistance associated mutation in specific gene of

organism without any need for bacterial growth

evaluation, so it can be happen rapidly and with

any specimen type. (Palomino, 2005)& (Traore et

al, 2006)
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Aim of the work

The study designed to investigate the genetic

mutation in TB organisms that responsible for drug

resistance pattern that isolated from patients with

positive sputum aiming for early detection of

MDR-TB.


