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Abstract

Background: The identification of genes associated with
osteoporosis can help reveal underlying biological
mechanisms that may lead to development of new
therapeutic targets or biomarkers for early detection of the
disease.

Aim of the study: to investigate the involvement of the
osteoblast-specific transcription factor “osterix”” and miR-214
in the pathogenesis of primary osteoporosis.

Patients and methods: the expression of osterix gene and
miR-214 in the bone samples was evaluated using real-time-
polymerase chain reaction in osteoporotic patients (n = 26)
compppared to healthy controls (n = 14).

Results: The expression of miR-214 levels was significantly
higher in the osteoporotic group as compared to the control
group (P <0.01), on the other hand the expression of osterix
level was significantly lower in the osteoporotic group as
compared to the control group (P <0.01).

Conclusion:

Both osterix and miR-214 could have a potential role in the
pathogenesis of primary osteoporosis.

KEYWORDS: Osterix , osteoporosis, miR-214,bone tissue
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