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                                Abstract  

Background: Retinoblastoma is the most common 

malignancy that develops in 

children’s eyes. MiR- 96 was identified as an oncogenic 

micro-RNA. The RECK protein downregulates matrix 

metalloproteinases (MMP-2, MMP-9 and MT1-MMP) and 

suppresses tumor invasion, angiogenesis and metastasis. 

RECK mRNA was reported as a target of miR-96 in many 

cancers. This study aimed at evaluating the expression of 

miRNA-96 and the level of the matrix 

metalloproteinase regulator- RECK in 14 patients newly 

diagnosed with retinoblastoma before and after treatment, 

and in 14 controls, in order to give insights on their possible 

role as potential diagnostic and prognostic biomarkers in 

retinoblastoma. 

Methods: MiR-96 and RECK protein were evaluated using 

sera of  three groups of samples,  retinoblastoma group 

before treatment, controls, and retinoblastoma group after 

treatment by quantitative reverse transcription real time 

polymerase chain reaction (qRT-PCR) and Enzyme Linked 

Immunosorbent Assay (ELISA),  respectively. 



 
 

Results: The expression of miR- 96 was significantly higher 

in the sera of patients than the control group (P<0.05). The 

concentration of RECK protein was significantly decreased 

in the patients compared to control group (P<0.05). 

Furthermore, the level of miR- 96 was significantly 

decreased (P<0.05), and concentration of RECK protein was 

significantly increased (P<0.05) in the sera after treatment in 

patients who responded to globe salvage treatment. 

Moreover the expression of RECK protein, and miR- 96 was 

negatively correlated with each other in the patients before 

treatment as well as after treatment and in the control group 

with r (-0.809), r (-0.926), r (-0.615), respectively. 

Conclusion: Serum level of miR-96 and RECK protein 

concentration may serve as potential biomarkers in 

retinoblastoma. 
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