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Abstract
Samah Abd El-rahman Mahmoud
Characterization of some resistant genes isolated from
antibiotic resistant Staphylococcus aureus
P.hd. Faculty of Science, Ain Shams University, Cairo
Egypt- 2021

Two hundred and twenty clinical Staphylococcus aureus (SA)
isolates were collected from 3 Egyptian hospitals (Ain-shams
hospital, Cairo hospital and Abbassia fever hospital). All isolates
were multidrug resistant (showing resistance to two or more
antibiotic groups), antimicrobial susceptibility test showed that
81.8% of isolates were resistant to methicillin, 65% were resistant
to trimethoprim-sulphamethaxole, 60% were resistance to amikacin,
46.3% were resistance to ciprofloxacin, 44.5% were resistance to
erythromycin, 44% were resistance to clindamycin, 43.6% for
doxacycline, 40% for vancomycin, 36.3% for imipenem and 11% of
isolates were resistant to all tested antibiotic groups. Minimal
inhibitory concentration of amikacin and imipenem showed that
65% and 58% of isolates were resistant. One  hundred  of
isolates were examined for the presence of mecA gene, (intll)
integrase gene and classl integron by PCR amplification; forty two
percent of the isolates were found to carry classl integron gene
cassettes with variable amplicon, 36% of isolates carry (intll)
integrase gene and 80% of MRSA isolates were positive to the
methicillin resistance mecA gene. Non classic classl integron gene
cassettes were detected in our MRSA isolates encoding resistance
to quaternary ammonium compound (Qac resistance gene emrE),
emrE gene is a small multidrug resistant (SMR) acting as
osmoprotectants such as betaine aldehyde dehydrogenase (betB).

This study highlights the prevalence of multidrug resistant
Staphylococcus aureus in Egyptian hospitals in the presence of
integron and the role of integron in the dissemination of antibiotic
resistance.

Keywords: Staphylococcus aureus, mecA, (intll) integrase gene,
Classl integron.




